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in the 5 first years of the study, observing an increase in 1996. The 
most fkequent sites of nosocomial mfection in our hospital were the 
surgical wound, the urinary tract and the upper respiratory tract. We 
observed an improvement in the use of antimicrobial agents in the 
prevention of surgical infection. 
F l  Bacteremia in Spain. A Multicenter Study 
R .  Cisterna, C. Ezpeleta, M. Sota for the Group for Study of 
Nosocormal Infection of SEIMC. Service ~Microbiology, Hospital 4 
Basurto, Spain 
Objective: To study the characteristics of bacteremia in various 
Spanish hospitals. 
Methods: Prospective survey realized in 35 Spanish hospitals dur- 
ing the second semester of 1995 and first semester of 1996. We have 
dstributed in distinct hospitals a software specially designed with 
the collaboration of Glaxo-Wellcome to realize this study (SEPSIS 
DATA). 
Results: 4494 cases of bacteremia evaluated. Sex: male 60.08%; 
female 39.92%. Areas: medical 62.62%; surgical 18.78%; intensive 
care unit 10.12% paediatric 8.48%. Underlying disease: neoplasia 
20.81%; diabetes mellitus 14.17%; chronic obtructive pulmonary 
disease 10.32%; HIV infection 9.10%; parented drug abuse 6.52%. 
Nosocomial bacteremia: 40.61%. Community-acquired bacteremia: 
57.50%. Sources: urinary 19.60%; primary 15.38%; respiratory 
14.71%; catheter 13.84%; abdominal 13.75% skin/soft tissues 3.45% 
surgical wound 1.96%. Microorganisms: E. coli (23.10%); S. aureus 
(12.06%), Coagulase Negative Sfaphylocom' (1 1.88%), S. pneumoniae 
(8.02%), E. faecalis (4.25%); I? aenrginosa (4.19%). Gram-positives 
46.70%; Gram-negatives 48.08%; Fungi, 2.74%. Polymicrobial bac- 
teremia, 5.99%. Treatment sensitive in 97.35% of patients, starting 
the 80.59% for the same day of the blood culture extraction. 
Conclusions: The patients most commonly aected were male, 
belong to the medical area and had a community-acquired bac- 
teriemia. The neoplasia was the most fkequent underlying disease. 
The source of bacteremia most fkequent was the urinary tract. The 
microorganisms most often isolated was E. coli. Most patients have 
received a sensitive treatment during the first day of bacteremia. 
(SEPSIS DATA) 
I P875 ] Nosocomial Infection in Minia University 
Hospital, Minia, Egypt 
R. Sadek', S. Mostafa', M. Abwaid', Z. Ismaiel', M. Ibrahim'. 
'Community Medicine Department, Faculty ofMedicine, Minia 
University, Minia, Egypt, 'Clinical Pathology Department, Fanrlty 4 
Medicine, Minia University, Minia, E m t  
Objectives: Study some of the epidemiological aspects of nosoco- 
mid infection in Minia university hospital. 
Method: The study included 215 persons randomly selected from 
patients and hospital staff of Minia university hospital. 
Results: The highest percentage of nosocomial infection was post 
operative wound infection 21.6%. followed by urinary tract mfec- 
tion 10.6%. and respiratory tract infection 2%. The highest penent- 
age of postoperative wound infection was present in departments 
of general surgery 30.3% followed by gynecology 29.4% and urol- 
ogy 26.6%. Staphylococci were the most common organism associated 
with wound infection, followed by Gram negative bacilli The fol- 
lowing risk factors were associated with occurrence of postoperative 
wound infection: prolonged preoperative hospital stay, use ofmemcal 
device, and underlying pathological conditions Pathogens recovered 
&om culture of throat swab were mostly Staphylocoui and Strepto- 
cocci. The cultured organisms were sensitive to Amikacin followed by 
Gentamycin, and resistant to Ampicillin followed by Erythromycin. 
Conclusion: Nosoco~nid infection is an important problem in 
El Minia University Hospital. The most common infection was post 
operative wound infection. 
Acinetobacter epidemiology and typing 
Contrasting Epidemiological Relationships of 
Acinetobacter Isolates from Hospitals in the UK 
and South Africa 
C.A. Webster I ,  K.J. Towner ' , G.L. Saunders ', H. Crewe-Brown ', 
H. Humphreys I .  ' University Hospitnl, Notfingham, UK, 'SAWR, 
Baragwanath Hospital, Johannesbu~, South Afica 
Objective: To examine the epidemiological relationships of noso- 
comial isolates of Acinetobacter spp. in two acute-care hospitals with 
contrasting hospital infection control problems and procedures. 
Methods: In total, 75 nosocomial isolates of Acinetob~cter spp. (33 
&om Nottingham and 42 fkom Baragwanath) were identified to the 
species level by D N A  fingerprinting and typed by random-primed 
(RAPD) fingerprinting. DNA fingerprint profiles were digitised and 
epidemiological relationships amongst the isolates were determined 
by computerised cluster analysis. 
Results: Most clinical Acinetobacter isolates were identified as 
members of DNA group 2 (A. baumannii) by D N A  fingerprint- 
ing. RAPD fingerprinting of the Nottingham isolates demonstrated 
that a single multi-resistant smin predominated in the hospital over a 
10-year period. This strain was present in both chmcal and environ- 
mental specimens and caused two significant outbreaks of infection 
(7 years apart). The strains &om Baragwanath Hospital had several 
Merent susceptibility patterns. DNA fingerprinting of the isolates 
&om Baragwanath revealed a number of unrelated epidemiological 
clusters. Some evidence for occasional cross-infection was discern- 
able, but numerous Herent strains appeared to be endemic within 
the hospital. 
Conclusions: Acinetobacter infections in Nottingham are relatively 
infiequent, but with occasional outbreaks associated with a single 
epidemic strain.  In contrast, Acinetobactev spp. were isolated regularly 
&om patients in Baragwanath Hospital, with numerous endemic un- 
related s a a i n s  circulating amongst patients. 
I P877 I Genetic Diversity of Acinetobacter baumannii 
(Ab) Colonizing ICU Patients: A Prospective 
Study 
E. Ramirez, L. Martinez-Martinez, P. Joyanes, J. Santos, 
J. Rodriguez-Bafio, Ed. Perea. Dept ofMicr06iobgy, Infectious Disease 
Unit and Intensive Care Unit, Univ. Hosp. V Macarena, Seville, Spain 
Objectives: To determine the incidence, duration, and genetic di- 
versity of colonization with Ab among patients admitted to ICU of 
a 900-bed Hospital. 
Methods: Surveillance rectal, skin, pharyngeal, and nasal swab 
cultures and bronchial aspirate cultures of patients admitted to the 
ICU in the period October-December 1995 were performed on 
admission, 48 h after admission, and weekly for up to 6 weeks. The 
molecular relatedness of Ab isolates was determined by pulse-field 
gel electrophoresis (F'FGE) after Smal macrorestriction analysis of 
total DNA. 
Results: During the period of study 21 out of 145 (14.5%) pa- 
tients were found to be Ab carriers. Four (19.0%) patients were 
colonized at admission to the ICU, 7 (33.3%) were colonized after 
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48 h of admission, and 4 (19.0%) were colonized on the 5th day after 
admission. Rectal colonization was the most fkquent site of colo- 
nization (34.2% of colonized patients). Five (23.8%) of the colonized 
patients developed seven nosocomial mfections by Ab: pneumonia 
(3 cases), wound infection (2 cases), abscess and catheter-related bac- 
teremia (1 case each). PFGE showed that the organisms causing 
mfection previously colonized the patient. Several PGFE-types were 
idenhfied in the same patient both over time and in merent sites. 
Conclusions: Multiple PFGE types were observed in the study 
period, occasionally colonizing the same patient. About one-quarter 
of ICU patients carrying Ab developed a nosocomial infection 
caused by the colonizing st ra in .  
lp8781 Rapid Differentiation of Acinetobacter DNA 
Gmups by Large Fragment ARDRA 
M.1. Garcia-Arab I ,  P. Gerner-Smidt', E Baquero I ,  A. Ibrahun'. 
'Depf ofMimobiology, Hospital Ramdn y Cajal, Madrid, Spain, 'Statens 
Smminctitut, Copenhagen, Denmark 
Objectives: The aim of this study was to determine the usefulness 
of large hagment Amplified Ribosomal DNA Restriction Analysis 
for the identification of Acinetobacter DNA groups. 
Methods: Sixty-seven collection s t r a i n s  belonging to 20 DNA 
groups and identified by DNA-DNA hybridization were studied. 
Twenty-six additional collection isolates were identified. 
Results: The fiagment comprising the 16s and 23s ribosomal 
genes and the spacer in-between was PCR-amplified. The fiagment 
obtained in all the strains had a size of approximately 4.5 kb. The 
amplicon was cut with different restriction enzymes and the gen- 
erated fragments were separated by electrophoresis in 3% agamse. 
Twenty-five different profiles were distinguished with the Sau3AI 
enzyme. Strains belonging in DNA groups 1,3,6, TU13, and TUl5 
had two profiles each, and groups 4,5, and 7 had profiles with addi- 
tional bands of less intensity; the remaining 12 groups had a unique 
profile. All the prohles were DNA group specific. 
Conclusions: Large Fragment ARDRA is a convenient method 
for the identification of Acinetobacter to the DNA group level. 
Fl Epidemiological Study of Acinetobacter Strains 
Using FP-PCR 
A. Nowak ' , A. Samet A. SledzGska I ,  J. Kur ', J. Juszczyk '. 
'Dept. of Clinical Buctmiology, State Clinical Hospital iV 1, Poland, 
'Dept. ofMicrobiology, Technical University of G d a h k ,  Poland, 'Dept. of 
InJ Dis., Uniu. School ofMedicine in Poznari, Poland 
Objectives: Dderentiating strains of Acinetobacter with the finger- 
printing polymerase chain reaction technique (FP-PCR). 
Methods: DifFerent strains (30) of An'netobacter were isolated from 
two patients with comhustio (II', 111' and 50% 111' respectively), 
hospitalised in Surgery of Plastic in our Hospital fiom Decem- 
ber 1995 to January 1996, and from their hospital ward (10). All 
s t r a i n s  were identified by API 20NE (BioMCrieux). We selected 17 
saains isolated fiom high-diagnostic materials and environment for 
genotyping by FP-PCR and red-PCRIRFLP [l]. All these strains 
were analysed by FP-PCR with primers HPUl and HPU2. The 
DNA was extracted by Genomic Easy Prep Plus A&A Biotechnol- 
ogy, Poland [1]01]. 
Results: Fifteen strains were identified as A. baumannii and 2 
strains as A. junii and A .  johnsonii - by API 20NE. Genotyping [l] of 
these strains allowed to classlfy them as A.  baumannii-16 strains and 1 
st ra in  A. junii. The FP-PCR analysis of banding patterns allowed to 
p u p  all st ra ins  into 3 different patterns: A, B and C. Strains isolated 
fiom hospital environment were represented by A, B (A. baumannii) 
and C (A. juniq patterns. Strains from two patients, dassified as A. 
baumannii were grouped into one PCR fingerprinting pattern: A. 
Conclusion: The PCR fingerprinting analysis suggested that the 
patients were colonised by one of the strains isolated fiom the hos- 
pital environment. The approach presented in this report has been 
found useful for epidemiological typing of Acinetobacter isolates or to 
prove cross-infection. 
References 
[I] N m k  A., KurJ. FEMS ficmbml Letr. 130, 327-332 (1995). 
Ipsso( Acinetobacter in Blood Cultures 
A. Sledzinska, A. Samet, A. Nowak. Department of Clinical 
Bacteriology, State Clinical Hospital iV 1 in Cdahk,  Poland 
Objectives: The aim of our study was to recovered Acinetobacter 
strains born blood. Acinetobacter sp. have emerged as clinically im- 
portant pathogens. We reported the phenotyping and susceptibility 
patterns ofAcinetobacter sp. isolated fiom blood in our Hospital (1201 
beds) during 1995-1996. 
Methods: A total of 17,000 aerobic and anaerobic Bact/Alert 
(Organon Teknika Corp. Durham, N.C.) were processed between 
01.01.95 and 31.12.96. 19.7% of them were positive, isolated fiom 
1500 patients. Gram-negative aerobic rods were identified by GNI 
cards (bioMCrieux, Vitek Inc.). Acinetobacter st ra ins  were also iden- 
tified by API 20NE (bioMCrieux). For susceptibility tests we used 
GNS-FI /F5 cards (bioM6rieux). 
Results During two year period among all positive blood cul- 
tures 24% were represented as Gram-negative aerobic rods: 17.4% 
as E .  coli, 16.2% Acinetobacter sp., 14% Stenohophomom maltophikz, 
11% Serratia marcexens, 10.2% Enterobacter sp., Pseudomom sp. 9.2%. 
We differentiated two phenotype of A. baumannii by GNI cards: 
1-30111000004 - 75%, 11-30011000004 - 10% and one phenotype 
of A. lwof i  100000000000 - 90%. The percentage of susceptibility 
(S) to antibiotics were: 
I, I1 A. baumannii 100% imipenem and resistance (R); 75% cef- 
tazidime, aztreonam, ciprofloxacin; 65% amikacin; 
A. lw0E S - 100% imipenem, 95% ceftazidime, aztreonam, 
ciprofloxacin, armkacin. 
Conclusion: A. baumannii phenotype I, I1 and A. lmofi are en- 
demic strains existing during two year period in our Hospital. These 
strains were future studied by PCR technique. 
I P881 I Genotyping AcinetobacterStrains by 
MPCWRFLP System 
A. Nowak', A. Samet', A. Sledz&skal, J. Kur', A. Gladysz3. 
'Dept. of Clinical Bacteriology, State Clinical Hospital, Poland, 'Dept. of 
Microbiology, Technical University of Gdahk,  Poland, 'Dept.  and Clinic 
oflnJ Ds., Medicine University in Wrodaw, Poland 
Objectives: Used MPCR/RFLP [l] assay that uses primer sets spe- 
cific for the recA and 16s rDNA genes to species genotyping of 
clinical isolates. 
Methods: Forty four strains of Acinetobarter (of all 150) isolated 
from 22 patients hospitahed in State Hospitals in G a s k  fi-om Au- 
gust 1994 to February 1995 and hospital environment (3) were stud- 
ied. All these patients were after surgical operations and hospitalised 
in such clinic as plastic, haematology, ICU, surgery, nephrology, car- 
diology. All strains were isolated from high-dmgnostic materials as 
blood, tracheal aspirate, drain, abdomen cavity content, cerebrospinal 
fluid and other specimens: skin, burned wounds, sputum, urine and 
anus. In our study all 150 strains were identified with API 20NE 
system (BioMCrieux). We selected 44 isolates to species genotyping 
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by MPCR and phenotyping by API. High-molecular-mass bacterial 
genomic DNA was purlfied h m  cell lysates with Genomic DNA 
Prep Plus [l]. 
Results: Identlfication of cknical strains ofAcinetobacter allowed to 
classify them as: A. baumannii-35; A. jun i i /A .  johnsonii - 5 classified 
by API 20NE, (one was A. baumannii, three were - Acinetobacter sp. 
6, one was A. junii by MPCWRFLP); A. lmfii-2 by API, (one was 
A .  haemolyticus and one was Acinetobacter sp. 9 by MPCWRFLP); A. 
haemolytirus - 1 by AF’I and genotyping; and non-classified strain - 1 
by API (A. haemolyticus by MPCIVRFLP). 
Conclusions: Our results suggest that species genotyping by 
MPCR/RFLP is more specific and useful in identification of Acine- 
tobacter isolates than phenotyping. 
References 
[l] Now& A,, Kur J Mol. Cell. Probes 12, 1996. 
lp8821 Genotypic and Phenotypic Characterization of 
Clinical Isolates of the Acinetobacter 
calmaceticus-Acinetobacter baumannii 
Complex 
A. Nemec, 0. Melter, E. Mohelski. National Institute c f f ib l i c  
Health, Prague, Czech Republic 
Objectives: To describe the taxonomic structure of clinical isolates 
of the Acinetobacter calcoaceticuc-Acinetob~er baumannii (Acb) complex 
froom hospitals in the Czech Republic at the species and subspecies 
levels. 
Methods: One hundred and eighteen isolates of the Acb com- 
plex obtained between 1991-1996 f b m  clinical specimens in hos- 
pitals of fifteen Czech cities, were studied by ribotyping, biotyp- 
ing, plasmid profiling and tested for their susceptibility to ampi- 
cikdsulbactam, ticarcillin, ceftazidime, imipenem, gentamicin, to- 
bramycin, amikacin, ofloxacin, tetracycline and co-trimoxazole. The 
reference strains (RUH 875 and RUH 134) of two recently recog- 
nized epidemic clones of A .  baumannii (Dijkshoorn et al., J. Clin. 
Microbiol., 1996, 34, 1519-1525) were also analysed. 
Results: AU but one isolate were indentified to the DNA group 
level by ribotyping: eighty-five isolates were allocated to the DNA 
group 2 (A. baumannii), twenty to the DNA group 3, eleven to the 
DNA group 13, and one to the DNA p u p  1 (A. cakcoaceticus). In 
a total, fifty-five merent EcoRI ribotypes and twelve biotypes were 
observed, the biotype 11 being most frequent. Plasmids were found 
in 94% of the isolates. Sixty-one isolates were resistant to more than 
one antibiotic. According to the similarities in typing profiles, two 
numerous groups of A. baumannii isolates were distinguished. The 
first group included 41 isolates, belonging to the biotypes 11 and 6, 
characterized by a unique ribotype and a structurally identical 8.7 
kb plasmid; the second group included 10 isolates, belonging to the 
biotype 2, characterized by a ribotype unique to the p u p .  Both 
groups were found in most localities and comprised only multiresis- 
tant isolates. The features of the RUH 875 and the RUH 134 strains 
corresponded with the first and the second groups, respectively 
Conclusions: A .  baumannii was the most prevalent species among 
the Czech clinical isolates of the Acb complex. More than a half of 
our A. baumannii isolates fell into the two clones which predomi- 
nate among the outbreak strains of north-western Europe which is 
indicative of their spread all over the continent. The fact that the 
vast majority of multiresistant and outbreak isolates belonged only to 
two clones may affect the efficacy of some typing methods currently 
used in epidemiological investigation of hospital infections caused by 
Acinetobacter strains. 
wl Emergence of Carbapenem Resistance of 
Acinetobacter spp. in a Spanish Teaching 
Hospital 
S. L6pez, T. Alarcbn, F? Vallejo, A. Limia, A. Herrero, 
M. L6pez-Brea. Hospital U. de la Princess, Madrid, Spain 
Objectives: To describe 3 patients with a Carbapenem resistant 
Acinetobacter spp. infection. To analyze the in uitro activity of 6 
Betalactams against these isolates and to study the production of 
B-lactamases (BL). 
Methods: The first case is a 86 year old patient with an infec- 
tion of a decubitus ulcer and a suspected osteomielitis. The patient 
was hospitahzed from June to October 1996 in the Internal Medical 
Ward on Imipenem iv for 22 days. The other 2 strains were isolated 
fbm urine of 2 patients of 86 and 74 years old respectively, one of 
them had an urethral catheter for a long time. Both were hospital- 
ized in the same ward as the first patient, attended by the same staff, 
in October 1996. The isolates were identified by the API 20NE 
system (Biomerieux), and confirmed by the growth at 44“ C. The 
MIC to Imipenem (IPM), Meropenem (MEM), Ceftazidime (CAZ), 
Cefotaxime (CTX), Ticarcillin (TIC), Amoxicillin-clavulanic acid 
(AMC) was studied by an aw dilution method following the NC- 
CLS recommendation. The crude extracts were obtained by sonica- 
tion of the strains and the presence of BL by hydrolysis of Nitrocefin, 
the PI by isoelectric focusing, and the hydrolysis of imipenem by a 
microbiological assay were determined. 
Results: The 3 isolates were identified as A .  baumannii. The re- 
sults of MIC of the 3 isolates were as follows: IPM: 128, MEM: 
>128, C A Z :  >128, CTX: >128, TIC: 1512, Ah4C: >128 mg/l. 
All of them presented a BL with the same PI of approximately 8. We 
observed the hydrolysis of imipenem by the PL in the 3 cases. 
Conclusions: The strains of Acinetobacter isolated in the three 
patients seem to be related epidemiologically. The resistance to Car- 
bapenems was associated to resistance to the rest of Betalactams. The 
BLs found in the three isolates may be involved in the resistance 
mechanism to Carbapenems. 
1 P884 1 PCR-Typing to Identify Outbreak Strains of 
Acinetobacter Baumanii 
E. Presterl, R. Ndrchal, A. Mhstathis, W Graninger, A. Hirschl, 
W. Koller, M. Rotter. University of Vienna, Vienna, Austria 
Objective: Thirty-one strains of A. baumannii which were isolated 
on 4 different intensive care wards within a 12 weeks period were 
typed by antibiogram and genomic fingerprinting to distinguish out- 
break h m  non-outbreak strains. 
Methods: The ERIC (“enterobactenal repetitive intergenic con- 
sensus”)-PCR was used as a genomic fingerprinting method. 
Chromosomal DNA was isolated by using a modification of the 
CTAI-minipreparation methods. After adjusting the DNA concen- 
tration to 10 ng/Wl, PCR was performed by using the primers 
ERIC 1 (GTGAATCCCCAGGAGCTTACAT) and ERIC2 (AAG- 
TAAGTGACTGGGTGATGCG). PCR cycling consisted of 40 re- 
peats of 1 min at 94”C, 1 min at 25°C and 2 min at 72°C. Amplified 
DNA was analyzed by gel electrophoresis. Susceptibility of thirteen 
standard antibiotics was determined by disk a s i o n  method on 
Mueller-Hinton agar. 
Results: Three different antibiograms were idennfied: A (suscep- 
tible solely to imipenem), B (susceptible to imipenem, quinolones 
and aminoglycosides) and C (susceptible to aminoglycosides and 
quinolones, resistant to imipenem). An outbreak was identified at 
the neonatal intensive care unit: 7 strains with antibiogram A and 
13 strains with antibiogram B had corresponding patterns in the 
ERIC-PCR. Those strains isolated on the other intensive care units 
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had totally Merent ERIC-PCR patterns despite identical antibi- 
o m .  
Conclusions: ERIC-PCR typing offers a simple, rapid and 
highly discriminatory method for identification of A .  baumannii out- 
break strains. 
Pseudomonas infections - cystic fibrosis 
[El Risk Factors for the Clinical Detection of 
Imipenem-Resistance in Pseudomonas 
aetuginosa 
N. Troillet, M.H. Samore, Y. Carmeli. Beth Israel Deaconess Medical 
Center, Boston, USA 
Objectives: To determine risk factors (RFs) for the clinical detec- 
tion of imipenem (IMP)-resistant l? aeruginosa (Pa) in hospitalized 
patients. 
Methods: Case-control study using prospectively collected data 
over a two-year period. Cases were patients with a first Pa isolate 
resistant or intermediate to IMP (MIC < = 8 pg/ml). Controls were 
patients with a first IMP-susceptible Pa isolate (MIC -= 8 pg/ml). 
Univariate analysis of the hypothesized R F s  was done by Fisher’s 
exact tests, two-sample Wilcoxon tests, or t-tests, as appropriate. 
Multivariate logistic regression was used to adjust for confounding. 
Results: In univariate analysis the 40 cases were more likely than 
the 387 controls to have received IMP (Odds ratio = 16.9, p -= 
0.0001) and to be organ transplantated patients (OR = 3.9, p = 
0.008). No signhcant Merence was found for treatments with other 
B-lactams or aminoglycosides, for other underlying diseases or the 
Charlson score (weighted comorbidities), for the sex, the age, the 
length of the hospital stay, having stayed in ICUs, undergone a sur- 
gical procedure or shared room with a case, for prior hospital admis- 
sions within a year, transfers from others hospitals or h m  nursing 
homes, and for the culture site. Multivariate analysis confirmed the 
association between IMP therapy and the detection of IMP-resistant 
Pa (OR = 23.2, p = 0.0004), and between organ transplant status 
and the detection of IMP-resistant Pa (OR = 3.4, p = 0.01). 
Conclusions: Treatment with IMP, but not with other B-lactams, 
is a major RF for the detection of IMP-resistant I! aeruginosa in hos- 
pitalued patients. No other RF related to the hospital environment 
was identified. 
bacteriocin types and DNA fingerprints, obtained by pulsed field 
gel electrophoresis (PFGE) of XbaI-restricted genomic DNA. 
Results: Serotyping and bacteriocin typing yielded 13 and 60 
types, respectively, while PFGE was able to discriminate further 
among phenotypically indstinguishable isolates. Multi-resistant iso- 
lates (43%) gmuped in serotypes 0:12 (41%) and 0 : l l  (26.5%), the 
former exhibiting greater genetic homogeneity than the latter, with 
80% of 0:12 strains belonging to PFGE group A, while only 27% of 
0 : l l  strains clustered in a common PFGE group, C. Group A was 
represented in nine out of the eleven participating hospitals. 
Conclusions: The genetic homogeneity of the 0:12 
multi-resistant clone, known to be dominant in Greece as well in 
other European countries, was confirmed by PFGE, while a second, 
less genetically homogeneous multi-resistant cluster was found to be 
characterised by serotype 0 : l l .  
Microbiology of Bums in Hospitalized Children 
G. Kouppari, A. Zaphlropoulou, M. Tsirepa, N. Xenos, 
V. Deliyianni. Microbiol. Laboratory of “I! and A .  Kyriakou” Children’s 
Hospital, Athens, Greece 
Objectives: The study of the microbiology of burns in children 
who required hospidzation. 
Methods: Material of this study were samples h m  burn wounds 
h m  181 children (0-14 years old) who required hospitalization 
during a two-years period (1/10/93-30/9/95). The isolation and 
idenhfication of bacteria were performed by conventional methods 
and the susceptibility testing by Bauer-Kirby method. 
Results: The incidence of burns is higher among chlldren 1-2 
years old. In 23.7% of the samples one species of microorganism 
was isolated, in 23.7% two species, in 14.4% three, in 8.8% four, 
in 7.2% five and in 15.5% 2 6  species. In 6.6% of the samples no 
microorganism was isolated. The most fkquently isolated bacteria 
were Staphylococcus LO(-) (CNS) (34.6%) followed by S t n p r o c o ~  
viriduns (17.8%), Enterobacteriaceae (13.6%). Staphylococcus aureus (8%). 
Pseudomonas spp (7.5%), Acinetobacter spp (6.1%) and miscellaneous 
microorganisms in smaller numbers. From CNS 76.8% were resistant 
to penicillin, 28.9% to oxacillin, 45.4% to erythromycin, 6.7% to 
dindamycin and 0% to vancomycin and r&mpicin. The resistance 
of S. aureus was 93.3%, 33.3%, 22.2%. 4.4% and 0% respectively. 
Conclusions: Burns are more fiequent in 1-2 years old children. 
The majority ofburn wounds are colonized by 2 2  microbial species 
and in 15.5% by 2 6  species. The most fkquent isolates were CNS, 
Streptocorn’, Enterobacteriaceae, S. uureus and Pseudomom spp. 
I P886 I Predominance of 0:ll as well as 0 1 2  
Multi-Resistant Pseudomonas aetuginosa from 
Greek Hospitals 
P.T. Tassios, V. Gennimata, A.N. Maniatis, C. Fock, NJ. Legakx. 
Department of Microbiology, Medical School University ofAthens, Athens, 
Greece 
In collaboration with Hospital Microbiology Departments headed 
by: J. Douboyias (AHEPA), A. Katrahoura (Metaxa), S .  Kitsou (Ag. 
Olga), C. Koutsia (Voula), K. Bethymouti (Erythros), M. Delopoulos 
(401), S .  Dova (Ag. Sawas), C. Olkonomopoulou (Tzanneio), 0. 
Paniara (Evangelismos), E. Papafiangas (Sismanogleio), E. Papoutsaki 
Objectives: Ths  study was a first attempt to correlate the pheno- 
typic and genotypic characteristics of Greek n o s o c o d  Psardomonar 
amginosa strains. 
Methods: Seventy nine randomly selected nosocomial isolates 
horn eleven Greek hospitals, collected during the period 1994-95, 
were studied with respect to their antibiotic resistance, serotypes, 
(KAT). 
Clinical and Paraclinical Investigation of 
Ciprofloxacin in Bum Patients with 
Pseudomonas Infection 
A. Rastegarlari’, R. Nikui, S.M. Mousavi’, S.M. Mousavi2, 
R. Rahirni’. ’Dept. ofMicrobiology, Iran University ofMediatl Sciences, 
Iran, ’Razak Lrboratory Co., Tehran, Iran 
Objectives: Pseudomonas aeruginosa is a major cause ofinfection in 
hospitalized patients especially in burned. Resistant microorganisms 
is another complication in these patients. This study was made to 
determine efficacy of ciprofloxacin against pseudomonas infection in 
burn patients. 
Methods: Thmy seven hospitahzed burn patients older than 15 
years with burn surface around 10-80 percent of 2nd and 3rd degree 
burn were participated. Ciprofloxacin was administered (500-750 
mg tds) for 7-20 days. 
Results: In this study 30 patients had positive culture for pseu- 
domonas. It is found that 90 percent of pseudomonas strains were 
